Ready to make the GO annotation on GONUTS

UniProt
Accession

Evidence
Code

Table filled in with all required information

Protein Sept2 (synonyms: Nedd-5, Nedd5)

Name

Uniprot ID MOUSE:SEPT2

Organism Mouse

Paper Name | Nedd5, a mammalian septin, is a novel cytoskeletal component interacting with
actin-based structures. Genes Dev. 11:15635-47

PMID PMID:8203580

GOID &
term name

G0:0030496 ! midbody

Evidence ECO0:0000314
Code direct assay evidence used in manual assertion
Notes Neural precursor cell expressed developmentally down-regulated protein 5 (Nedd5)

In Figures 3Ad-3Af, it is shown that Nedd5 localizes to the midbody during late
telophase.
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Electronic Annotation
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Protein Sept2 (synonyms: Nedd-5, Nedd5)
Name Reference B
Uniprot ID | MOUSE'SEPT2 I Evidence Code | o
Organism Mouse with/from
Paper Name | Nedd5, a mammalian septin, is a novel cytoskeletal component interacting with
actin-based structures. Genes Dev. 11:1535-47 Aspect
PMID PMID:8203580

GO ID & GO0:0030496 ! midbody N
term name

Evidence ECO0:0000314
Code direct assay evidence used in manual assertion
Missing: GO ID, evidence, reference
Notes Neural precursor cell expressed developmentally down-regulated protein 5 (Nedd5) Status
In Figures 3Ad-3Af, it is shown that Nedd5 localizes to the midbody during late
telophass. Refresh save Row  Cancel
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envelope of Sindbis virus.



